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Peer to peer dissemination is ineffective
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Vines TH et al. (2013) Current Biology d0i:10.1016/j.cub.2013.11.014



I would be willing to share data It is important that my data are
across a broad group of researchers cited when used by other It is appropriate to create new
who use data in different ways’ researchers? datasets from shared data®

Agree strongly  Agree somewhat Agree strongly  Agree somewhat Agree strongly Agree somewhat

social sciences 60(29.7%) 100(49.5%) 119(59.5%) 55(27.5%) 77(37.9%) 73(36.0%)
computer science/engineering 36(31.9%) 41(36.3%) 68(58.6%) 32(27.6%) 40(34.5%) 36(31.0%)
physical sciences 57(38.0%) 64(42.7%) 112(74.7%) 30(20.0%) 53(34.9%) 61(40.1%)
environmental sciences & ecology 199(42.4%) 210(44.8%) 331(70.4%) 109(23.2%) 196(41.7%) 192(40.9%)
atmospheric science 18(36.7%) 28(57.1%) 40(80.0%) 10(20.0%) 17(34.0%) 19(38.0%)
biology 73(40.6%) 65(36.1%) 134(74.4%) 31(17.2%) 82(45.3%) 53(29.3%)
medicine 4(13.3%) 17(56.7%) 17(56.7%) 9(30.0%) 9(30.0%) 8(26.7%)
Other 28(30.1%) 40(43.0%) 63(67.0%) 22(23.4%) 30(31.9%) 33(35.1%)

'42=71.679, p=.000;
242=41.985, p =.044;
342=43.649, p=.030.
doi:10.1371/journal.pone.0021101.t020

Tenopir C et al. (2011) Data Sharing by [n=1329] Scientists: Practices
and Perceptions. PLoS ONE doi:10.1371/journal.pone.0021101



Joint Data Archiving Policy (JDAP)

Data are important products of the scientific enterprise, and
they should be preserved and usable for decades in the
future.

As a condition for publication, data supporting the results in
the article should be deposited in an appropriate public
archive.

Authors may elect to embargo access to the data for a period
up to a year after publication.

Exceptions may be granted at the discretion of the editor,
especially for sensitive information.

Whitlock, M. C., M. A. McPeek, M. D. Rausher, L. Rieseberg,
and A. J. Moore. 2010. Data Archiving. American Naturalist.
175(2):145-146.
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Success requires bridging
technology, business and
academic culture

i Ty 2
A0 i ) \
SERCTP LA P .y ;::,_ 3 \
/ \ \,. ! “‘.'- . 'y - \‘-}”(. 2 N
- e “ % Ca
' }4; ’$ .
2R
Clrt on

Vl

x‘ : ‘:’ .:‘{/ﬂ “\" . .~. < ."‘ I,'" 2l .'\\b“,f b {\
Sugoens“dge,ﬁgYAC;N& oy Kty ‘ :
R F ¥ FSTE




CERB

m '.; ;' °
i ="
DRYAD About - Forresearchers - Fororganizations - Contactus Login Sign Up
DEPOSIT WATCH YOUR Submit data now
DATA CITATIONS GROW!
GET PERMANENT ,c’""’"” RELAX, YOUR DATA
IDENTIFIER ul il ',, ARE DISCOVERABLE
' el 5“”"‘3 Search for data
hitp://dx.doi.org/10.5061/dryad.20 \m ‘
P Advanced search ‘
Browse for data Be part of Dryad

Recently Published Data £J

Bryson RW, Savary WE, Prendini L (2013) Data from: Biogeography of scorpions in the
Pseudouroctonus minimus complex (Vaejovidae) from south-western North America:
implications of ecological specialization for pre-Quaternary diversification. Journal of

Biogeography doi:10.5061/dryad.q58r0

Rouger R, Jump AS (2014) Data from: A seascape genetic analysis reveals strong
biogeographical structuring driven by contrasting processes in the polyploid
saltmarsh species Puccinellia maritima and Triglochin maritima. Molecular Ecology

doi:10.5061/dryad.dc56n

Sremba AL, Martin AR, Baker CS (2014) Data from: Species identification and likely
catch time period of whale bones from South Georgia. Marine Mammal Science

Publishers, societies,

" universities, libraries,
funders, and other
stakeholder organizations
are invited to become
members. Tap into an
active knowledge-sharing
network, receive discounts on submission
fees, and help shape Dryad's future.

Submission integration is a
free service that allows
publishers to coordinate
manuscript and data
submissions. It makes
submitting data easy for
researchers; makes linking
articles and data easy for
journals; and enables confidential review of
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Data from: Towards a worldwide wood economics ECOLOGY
LETTERS

spectrum

Files in this package

Content in the Dryad Digital Repository is offered "as is." By downloading files, you agree to the Dryad
Terms of Service. To the extent possible under law, the authors have waived all copyright and related

or neighbaring rights to this data.

Title ~1-t-~t -4 nnsity Database

Downloaded 7318 times

Description “>—rweseuresrarcorrespondence to G. Lopez-Gonzalez <G.Lopez-
Gonzalez @leeds.ac.uk=

Download GlobalWoodDensityDatabase.xls (2.047Mb
Details View File Details

When using this data, please cite the original article:

Chave J, Coomes DA, Jansen S, Lewis SL, Swenson NG, Zanne AE (2009) Towards a
worldwide wood economics spectrum. Ecology Letters 12(4): 351-366. doi:10.1111/].1461-
0248.2009.01285.x

Additionally, please cite the Dryad data package:

Zanne AE, Lopez-Gonzalez G, Coomes DA, llic J, Jansen S, Lewis SL, Miller RB, Swenson
NG, Wiemann MC, Chave J (2009) Data from: Towards a worldwide wood economics
spectrum. Dryad Digital Repository. doi:10.5061/dryad.234

Cite | Share




Eeological Monographs, 82(2), 2012, pp. 221-228
@ 2012 by the Ecological Society of America

Novel forests maintain ecosystem processes after the decline
of native tree species

Josep Mascaro,'* R. FLinT HucHES,” AND STEFAN A. ScuniTzer '+

'Department of Biological Sciences, University of Wisconsin, Milwaukee, Wisconsin 53211 USA
f!nsifm{e Jor Pacific Islands Foresiry, USDA Forest Service, Hilo, Hawaii 96720 USA
“Smithsonian Tropical Research Institute, Apartado 2072, Balboa, Republic of Panama

Abstract. The positive relationship between species diversity (richness and evenness) and
critical ecosystem functions, such as productivity, carbon storage, and nutrient cycling, is
often used to predict the consequences of extinction. At regional scales, however, plant species
richness is mostly increasing rather than decreasing because successful plant species
introductions far outnumber extinctions. If these regional increases in richness lead to local

ind J. Pastor. 1993. Nitrogen mineralization
|ass monocultures. Oecologia 96:186-192.

M. 2004. The parable of Green Mountain:
nd, ecosystem construction, and ecological
of Biogeography 31:1-4.

. P. Daneshgar, and H. W. Polley. 2011.
phenology and temporal niche differences
E- and novel exotic-dominated grasslands.
Plant Ecology, Evolution and Systematics
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238802804,
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of the flowering plants of Hawai'li. University of Hawal'i
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Wardle, D. A. 2002. Communities and ecosystems: linking the
aboveground and belowground components. Princeton
University Press, Princeton, New Jersey, USA.

Wardle, D. A, R. D. Bargett, R. M. Callaway, and W. H. Van
der Putten. 2011. Terrestrial ecosystem responses to species
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Woodcock, D. 2003, To restore the watersheds: Early
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Data from: Crossing the divide: gene flow produces intergeneric hybrid in feral transgenic
creeping bentgrass population.

From Repository: Dryad.
By: Zapiola, Maria L; Mallory-Smith, Carol A

Dryad

DOI: http:fidx.doi.org.libproxy.lib.unc.edu/10.5061/dryad.kg521
Viewed Date: 24 Oct 2012

Published: 2012

Abstract

Gene flow is the most frequently expressed public concern related to the deregulation of transgenic events (Snow 2002; Ellstrand 2003). However,
assessing the potential for transgene escape is complex because it depends on the opportunities for unintended gene flow, and establishment and
persistence of the transgene in the environment (Warwick et al. 2008). Creeping bentgrass (Agrostis stolonifera L.), a turfgrass species widely used on
golf courses, has been genetically engineered to be resistant to glyphosate, a nonselective herbicide. Outcrossing species, such as creeping bentgrass
(CB), which have several compatible species, have greater chances for gene escape and spontaneous hybridization (i.e. natural, unassisted sexual
reproduction between taxa in the field), which challenges transgene containment. Several authors have emphasized the need for evidence of
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Holly M Bik

Postdoctoral Researcher
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You Are Here: Home » Publications

Publications

Bik H.M., Halanych K.M., Sharma .l.. Thomas W K. (2012} Dramatic Shifts in Benthic Microbial Fukarvnte Communities following the Deepwater Horizon Oil
Spill. PLoS ONE, 7(6):e38551 . hitp://dx.plos.or/10.137 1/jounal. pone.0038550 Data available at

W =

rma J., Thomas W.K. (2U12) Dramatic shitts in Benthic Microblal Eukaryote Communities T
http://dx.plos.org/10.1371/journal.pone.0038550 Data available at [0 R YA D]
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Genome-scale phylogenetics: Inferring the plant tree of life from

18,896 gene trees: Systematic Biology 201 |

DOI: 10.1093/sysbio/syq072 [

http://www.scopus.com/inward/record.url’eid=2-5s2.0-7995 1 569533&
partner|D=MNBTOARS

Burleigh, |.G. and Bansal, M.5. and Eulenstein, O. and Hartmann, 5. and V¥ehe, A. and Vision,
TJ. (201 1). "Genome-scale phylogenetics: Inferring the plant tree of life from 18,896 gene
trees", Systematic Biology, vol. 60, no. 2, pp. 117-125

Data from: Genome-scale phylogenetics: inferring the plant tree

of life from 18,896 gene trees 2010

DOI: 10.5061/DRYAD.7881 [

Burleigh, |. Gordon; Bansal, Mukul S.; Eulenstein, Oliver; Hartmann, Stefanie; Wehe, André;
Vision, Todd J.; , (2010). "Data from: Genome-scale phylogenetics: inferring the plant tree of
life from 18,896 gene trees"
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Full CT scan data from the monitor lizard
breathing study are available via @datadryad:
datadryad.org/resource/doi:1...
#0OpenScience
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L Maestre Lab £¥ <% Foliow
Maestrelab

The lab blog maestrelab.blogspot.com.es has
been redesigned to include direct links to
data and materials deposited in @figshare
and @datadryad
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Paper, data, and news of my 1st PhD chapter
on #plasticpollution. theconversation.com
/australian-wat... @ConversationEDU @PLOS
@datadryad @uwaoceans
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Australian waters polluted by harmful tiny plastics
By Julla Reisser @plia_roisseor

Each square kilometre of Australian sea surface water is contaminated by around 4,000
pieces of tiny plastics, according to our study published today in journal PLOS ONE and
data repository Figshare....

View on web
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For more information or feedback

Dryad home: http://datadryad.org

News & Views: http://blog.datadryad.org
Twitter: @datadryad

Code: http://code.google.com/p/dryad

Executive Director Meredith.Morovati:
mmorovati@datadryad.org

http://datadryad.org/feedback
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Data archiving: public benefits, private risks

Near term benefits Long term benefits
Protection against personnel Secure long-term stewardship
turnover Increased impact per publication

Availability for review and validation

Private benefits Public benefits

Increased citations More efficient use of research
New collaborations dollars

New research opportunities Public trust in science
Fulfilling funding mandates Educational opportunities

Improved methodologies
More mformed policy
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Journal Name: Molecular Ecology
Print ISSN: 0962-1083

Online ISSN: 1095-8312

Journal Admin Email: #

Journal Editor: Tim Vines

Journal Editor Email: #

Journal Embargo Period: 0

MS Reference Number: #

MS Dryad ID: #

MS Title: The coupling of endogenous genetic barriers with environmental variation: implications for interpreting loci with increased
differentiation between habitats

M3 Authors: Bierne, Micolas; Welch, John; Loire, Etienne; Bonhomme, Francois; David, Patrice

Contact Author: Micolas Bierne
Contact Author Email: #

Contact Author Address: #
Contact Author City: #

Contact Author State: #|

Contact Author Country: #
Contact Author ZIP/Postal Code: #

Keywords: Adaptation, Ecological Genetics, Evolutionary Theary, Hybridization, Natural Selection, Population Genetics

Abstract: Genomic scans often reveal marker loci with greatly increased differentiation between populations. Often this differentiation
coincides in space with contrasts in ecological factors, forming a genetic-environment association (GEA). GEAs imply a role for local
adaptation, and so itis tempting to conclude that the strongly differentiated markers are themselves under ecologically-based divergent
selection, or are closely linked to loci under such selection. Here, we highlight an alternative and neglected explanation: intrinsic genetic
incompatibilities rather than local adaptation can be responsible for increased differentiation. Intrinsic genetic incompatibilities create tension
zones whose location can shift over time. However, tension zones have a tendency to become trapped by exogenous barriers due 1o
ecological selection. This coupling of endogenous and exogenous barriers can occur easily, even if the loci involved are unlinked. We show
that (i) the coupling of endogenous and exogenous barriers can easily occur even when ecological selection is weak; (i) when environmental
heterogeneity is fine-grained, GEAs can emerge at incompatibility loci, but only locally, in places where habitats and gene pools are
sufficiently intermingled to maintain linkage disequilibria between genetic incompatibilities, local-adaptation genes and neutral loci.
Furthermore, the sign of linkage disequilibrium between the locally adapted and intrinsically incompatible alleles is arbitrary. Reviewing
results from the literature, we find that many predictions of our model are supported, including endogenous genetic barriers that coincide with
environmental boundaries, local GEA in mosaic hybrid zones, and inverted or modified GEAs at distant locations.
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B Dancing together and separate again: gymnosperms exhibit frequent
changes of fundamental 55 and 355 rBNA gene (rDNA) organisation.
(PMID:23512008)
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Garcia 3, Kovafik A
Laboratori de Botanica, Facultat de Farmacia, Universit=4.a8 Barcelona, Barcelona, Catalonia, Spain.
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Mol Ecol. 2011 Feb:20{3)-584-600. doi: 10.1111/,.1365-204X 2010.04853 x. Epub 2010 Dec 16.

Comparative phylogeography, genetic differentiation and contrasting reproductive modes in three fungal
symbionts of a multipartite bark beetle symbiosis.

Roe AD, Rice AV, Coltman DW, Cooke JE, Sparling FA

Department of Siological Sciences. University of Alberta, Edmonton, A8, Canada. amandaroeS@gmall.com

Abstract
Multipartite symbioses are compiex symbiotic relationships involving multipie interacting partners. These types of partnerships provide excellent
opportunities in which to apply a comparative approach to identify common historical patterns of population differentiation and species-specific life
history traits. Using three symbiotic blue-stain fungal species (Ophiostomatacea) associated with outbreaking populations of the mountain pine beetle
(Dendroctonus ponderosae Hopkins) in western Canada, we applied phylog: , pop 1 genetic and demographic approaches to clarify
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Data from books & theses

40 Years of Data
2014/04/03 by Peggy Schaeffer | Edit

We are delighted to announce the availability of the data underlying the book “40
Years of Evolution” by Peter and Rosemary Grant. ‘

; ; 3 y count of
Odd couples in the animal kingdom, but not in a .
data repository Enches
2013/04/30 by Peggy Schaeffer | Edit the
Press.
We are celebrating the recent publication in Dryad of the first data to accompany - ,,(_','f,’“z;y 2’;2?:
a book [1, 2]. Odd Couples: Extraordinary Differences Between the Sexes in the
Animal Kingdom, from Princeton University Press, examines the occasionally al,
surprising gender differences in animals, and what it means to be male or female including
in the animal kingdom. It is intended for both general and scientific readers.
s, and
r-to
ulations
Major in
3 hey find
' A mature female Argiope aurantia (left) Lﬂaﬁd
A dominant male northerr'\ elephant seal hanging at the hub of her orb web, with
attempts to copulate with a female. 2 mature male (right). Photo by Troy
Photo by Derek Roff, courtesy Princeton Bartlett
Univ. Press. http://www.naturecloseups.com,
courtesy Princeton Univ Press.
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23 April 2013, 6.40am AEST

The Reinhart-Rogoff error — or
how not to Excel at economics

Data and computer code should be made publicly available at an early stage - or else ... @52

Last week we learned a famous 2010 academic paper, relied % Sign in to Favourite
on by political big-hitters to bolster arguments for austerity cuts,
contained significant errors; and that those errors came down to
misuse of an Excel spreadsheet.

@% 18 Comments
# Republish

B Email
theconversation.com

4-June-2014 British Library
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Embargoes are the exception,

not the rule
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A. Embargo selections of Dryad data
authors for the 10,108 files in Dryad
deposited from inception to September
20, 2013. Data include only datasets
related to articles published in journals
for which the authors had the option of
selecting an embargo.

B. Long-term embargoes (>1 year) by
journal that granted them.

Data: Vision TJ, Scherle R, Mannheimer S
(2013) Embargo selections of Dryad data
authors. FigShare.
http://doi.org/10.6084/m9.figshare.805946.

Article: Roche DG, Lanfear R, Binning SA, Haff
TM, et al. (2014) Troubleshooting Public Data
Archiving: Suggestions to Increase
Participation. PLoS Biol 12(1): 1001779
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Effects of JDAP since 2011
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Figure 5. Availability of archived phylogenetic data as a function of age. We estimated the
effect of publication age on our ability to procure partial (top panels) and complete (bottom panels)
phylogenetic datasets from online archives. Owverall, the probability of recovering archived phylogenetic
data increases toward the present, with a conspicuous recent increase for partial datasets (left panels).
The recent surge of archived phylogenetic data likely reflects recent policy changes (middle panels):
studies with NSF funding are more likely to archive alignment (but not tree) files (c.f., Table :_
whereas studies published in journals with JDAP membership are dramatically more likely to archive
both partial and complete phylogenetic datasets. The effects of these policy initiatives are not strictly
additive (right panels): the correlation of these predictor variables suggests that studies published in
JDAP journals are likely to have NSF funding. Shaded areas reflect the 95% credible intervals.

Magee et al. (2014) Dawn of open access to phylogenetic data. arXiv:14.1405.6623.v1
17-Jul-2014 Science Bootcamp 31



Use and reuse of 2007 GEO data attributed by accession
reference, extrapolated to all of PubMed
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Ziegler et al. GigaScience 2014, 3:21 V!
hittpoffwwewgigasciencejournal com/content/3/1/21 (GIgAR
CIEN-.E
DATA NOTE Open Access

A dataset comprising 141 magnetic resonance
imaging scans of 98 extant sea urchin species

Alexander Ziegler'”, Cornelius Faber?, Susanne Mueller®, Nina Nagelmann? and Leif Schréder®

Data released on October 08, 2014

MRI scans of whole sea urchin specimens.

ZiEglEf, A; Faber, C; Mueller, S; Nagelmann, N; Schroder, L [2014]: MRI scans of whole sea urchin
specimens. GigaScience Database. http://dx.doi.org/10.5524/100124 1) [ Texr]

Magnetic rescnance imaging (MR} is routinely used in human diagnostics, but can also be applied to study the internal
anatomy of zoological specimens. Here, we present 141 MRI scans from 98 representative extant sea urchin species.
The scanned specimens were whole sub-adult or adult individuals ranging in size from 5 to 43 mm. The specimens were
almost entirely obtained from museum collections. Some of the samples were collected and fixed more than 135 years
ago, while others were collected a few months prior to scanning. The detailed MR acquisition and reconstruction
parameters can be found in the metadata files deposited together with the raw image data. In addition, image stacks in
tagged image file format (TIFF, .tif) were generated for each scan. Potential uses of the dataset include morphometric
and volumetric analyses or comparative studies of internal organs.

For convenience users can choose to down load all 141 datasets in a single TAR archive file called 141_MRI_scans.igz
{39GB) from the FTP server.

Imaging




Data from: Data archiving is a good investment
(2011) Piwowar, Vision, Whitlock et al. Dryad Digital Repository




